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Com, jrative Deduced Amino Ac.o Sequences 
of Human VEGF 165 R/NP and VEGF 165 R/NP-1 

VEGF IM R/NP.2 1 .M3«r-?C?W-V:LA- u 'rrSRHCVSGQP0 ??CGc; . R1;(SK ._ DA ... 

V6GF lu fl/NP.1 Mcr.GlPLLCAV-CA- VI.A-PA - - -GAFR-MuKCGD7 Z'HZ E3 ?GY 

NP-2 Si XTSPCVP0DTf.?SK0:iC2W.rvY A p£ ?: , QKI v L j, Fl ,p aP2:ssaDC „ DF , Q0 

NP-t LTS?GY?HS-rHPS-K-CEWHG-A?DPVaaiM:»IFHPHFDLE3R0CX-/0-.' 

NP-2 101 IZIRDG0SSSA2LLGKHCGMIAPP7ICSSGSMLYIKF7SD YAR<;G AG~SI. 150 

NP-1 v 2 v f3G^'E-GHrRGK-CG:<IA??PVVSSG?-LcIK?VS0VSTHGAGFS: 

NP-2 151 Rr2irXTGScDCSKH-TS?:iGri£S?Gr?E-Cv?H t ,- LDCTr - rlL _ A ; < p KM 200 

NP-1 R^2XFXRC?E-CSQtlYTT?SGVI/.S?Gr?ExrP-HSL£CTY-IVc A-PKM 

NP-2 201 -EIII,-3r-rrDL£KD--?LQVGZGD-C:<-r0WL0IWDG:?:-:VG?L.IGKvCG 2<0 

NP-1 SEIIZ,EFESFDLE?DSNP?--G-CMFCRYDR:.cIWDGF?:)VG?h:GRYCG 

O Np -2 251 TKTPSr^RSSTGILSLTFKTDMAVAKOCcSAr.YrLVHCIPl-EMcQCNV^ 300 

C £ NP-i Q"PGa:asssGiLSMvrrT0SA:AX£GrsA:;vi_7 1 Q SS v S23rKC .i 1 TA 

m NP-2 301 LGXESG3:AnZQISASSTYS3GaWT?-;QSRiHG33HCMTPtllOS::K£: 10 350 

W NP.| LGMESGS • K S DQ I TAS SQ YS7N - WS AI RS RLN Y ? ENGWT PG E OS Y REW : Q 

« NP - J 351 V0L --- R? - TMi " A ^TQGA:3?.£TCNGYYVK3y^E7STKGEaWMV:?.:-: 4C0 

- NP-1 VDLG^LRfVT---AVGTQGArSXETKX:<YYVK7YX:0VS3KGEDW:7:Ki 

NP-2 401 GX:.-HK-V.FQAri.tl = ATEVVLN..-!CLKAPLL7RFVjlI?.P0TWH5GIA£.R 450 

NP-i g-;<-jc = vlfqgmt:«?-tdvvvavfpx---pl:trfvr:vpatwe7gi3«r 

h NP-J 451 LELrGGHVT0A?C3 '"*'- W - C 'GMLSGLIA23QrSA337QE:L-WS?SAARV/SS 500 



NP-1 F E V YGC a * T3 ': ? CSG.MLGMVSGL I S DS"2 X 7 - S3 N'QGO R;(W.MPEN ; R^VTS 



y NP-2 501 R3GWF : PRI?^A0?GE.--EWt 1 QVDLG7?SryxGVirQCARSGDS:TAVS 550 
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NP - 1 V L X T Z, 0 P Z L I T I • A H S A L G V L L G A 7 C - G VV Z. { C A C - H : I G K 
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Human NeuropiIin-2 amino acid sequence: 

MCMFFLTV/VPj\LYFSRh:QVRGQPDFPCGGRUvJSKDAGYITSPGYFQDYFSHa^ 

cewp;yapepn(>civlnfnphfeiekhdckydreirdgdsesadllgkhcgniapp 

TIISSGSMLYIKFTSDYARQGAGFSLRYEIFKTGSEDCS^IFTSPNGTIESPGFPEK 

YPHNLDCTFni^K?K\IEIILQ(^FDLEHCPLQVGEG(X^DVVLDlWDGlPHVGPL 

IGKYCGTKn^SEmSSTGlLSLTFrfTD^VAKDGFSARYYLVHQEPLENFQC^/P 

LGWESGRIAJMEQISAS3TYSDGRV/TFHXSRLHGD0NGV/TFNLI)SNKEYLQVDLR 

FL1^1LTAIATGGAJSRETQNGWK5YKLB/STNGEDWWRHGK>JHKVFQA^N 

DATEWUvjKLHAFLLTRF^RiRPQTvWSGIALRLELFGCRVTDAPCS.NMLGMLS 

QUADSQISASSTQEYLWSPSAAPLV5SRSGVVFPRIPQAQFGEEWLQVDLGTPK 

TVKGVIIGGAP.GGDSITAVEAnAFVRKr;<VSYSLMGKDWEY]QOPRTGOPKLFEG 

NMHYDTFDIRRFDPIPAQWRWPERVVSPAGIGMRLB/LGCOV/TDSKPTVETLG 

PTVKSEETTTPYPTEEEATECGENCSFEDDKDLGl^SGFNCNFD 
HAKWLflTTWASSSSPNDRTI^DDRNPJ^ 

^ F QYQATGGRGVALQWREA$C€Si^^ 

IVFEGVIGKGRSGEiAlDOIRISTDVPLENCMEPISAFAGENFKVDIPEIHEREGYED 

EIDDEYEVDWSNSSSATSGSGAPSTDKEKSWLYTLDPIUT1IAMSSLGVLLGAT 

CAGLaYCTCSYSGLSSRSCTTLENYNFELYDGLKHKVW^INHQKCCSEA- 
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Figure 13 

gaattcggca cgaggggaaa ataaaagaga gaaaaacaca aagatttaaa caagaaacct 
acgaacccag ctctggaaag agccaccttc tccaaaatgg atatgtttcc tctcacctgg 
gttttcttag ccctccactt ttcaagacac caagtgagag gccaaccaga cccaccgtgc 
ggaggtcgtc tgaactccaa agatgctggc tataccacct ctcccggtta cccccaggac 
tacccctccc accagaaccg cgagtggatt gttcacgccc ccgaacccaa ccagaagatt 
gtcctcaact tcaacccnca ctttgaaatc gagaagcacg actgcaagca tgactttatc 
gagattcggg atggggacag tgaatccgca gacctcctgg gcaaacactg tgggaacatc 
gccccgccca ccaccatctc ctcgggctcc acgctctaca tcaagttcac ctccgactac 
gcccggcagg gggcaggctt ctctctgcgc tacgagatct tcaagacagg ctctgaagat 
tgctcaaaaa acttcacaag ccccaacggg accatcgaat ctcctgggtt tcctgagaag 
tatccacaca actcggaccg cacctttacc atcccggcca aacccaagat ggagatcatc 
ctgcagttcc tgatctctga cctggagcac gaccctttgc aggtgggaga gggggactgc 
TzTatlt 9gCtggaCat e "W«Wc attcc.c.tg ttggccccct gl??ggcaag 780 
taccgtggga ccaaaacacc ctctgaactt cgttcatcga cggggatcct ctccc?gac? 840 
aC " acacggcggt ggccaaggat ggctcctctg cgcgttacta cctggtccac Inn 
caagagccac tagagaactt tcagtgcaat gttcctctgg gcatggagtc tggccggatt 

aaccaaT/r T^*^ CtC3tCtaCC t.c-.ctgacg ggaggtggac cStcHc 

agccggctcc atggcgacga caatggccgg acccccaact tggactccaa caaggagtat 

ctccaggtgg acctgcgcct tttaaccatg ctcacggcca tcgcaacaca gggagcgatc 

tccagggaaa cacagaacgg ctactacgcc aaatcctaca agctggaagt cagcacraat 

llttlT? ggaC3gCgCa c cggcacggc aaaaaccaca aggtacttca agccaa^aac 

gatgcaactg aggtggtcct gaacaagccc cacgccccac tgctgacaag gtttgttaga 

alZlTaTf agaCCtggCa "caggtatc gccctccggc tggagctct? ^gcjgg 

gccacagatg ctccccgctc caacatgctg gggatgccct caggcctcat tgcagactc? 

cagatctccg cctc-.tccac ccaggaatac ctccggagcc ccagtgcagc ccgcctggtc 

agcagccgcc cgggctggct ccctcgaatc ccccaggccc agcccggtga ggagcgg? t 

caggtagatc tgggaacacc caagacagtg aaaggtgtca tcatccaggo agcLgcgca" 

ITclttTcl IIT 9C T ggaagC " ga gcatctgtgc gcaagttcla ag C ctcc?Ic 
agcctaaacg gcaaggactg ggaatacatt caggacccca ggacccagca gccaaagccg 
n 9 f »«tgcacta tgacacccct gacacccgaa ggtttgaccc Ltccggca 
ataltaZ ^ gggCaCaCCC ^agaggcgg tcgccggcgg ggattgggat gcggctogag 
gtgactggac agactccaag cccacggtag agacgctggg accL^gtg 
3 agacaaccac cccctacccc accgaagagg aggccacaga gtgtggggag 
aaccgcagct ttgaggatga caaagatttg cagctccctt cgggattcaa ttgcaac^tc 
gatttcctcg aggagccctg tggttggacg tatgaccatg ccaagtggct ccggac-acc 
tgggccagca gctccagccc aaacgaccgg acgcccccag atgaLggaa tt?«t^« 
ctgcagagtg acagccagag agagggccag tacgcccggc tcatcag^cc ccct«?c" 
ctgccccgaa gcccggtgtg catggagttc cagcaccago ccacgggcgg ccgcgqgcSa 
gcgctgcagg tggtgcggga agccagccag gagagcaagt tgctgjggg? ca?ccgSag 
?aoa?tat« * C W" ^.cgggcgg atcatcctgc ccagcta^ga ca^gag^c 
" tcgagggagt gatagggaaa ggacgttccg gagagattgc cat?ga?<*c 

attcggataa gcactgatgt cccactggag aactgcatgg aacccatctc ggcttttgca 
IVtlTalta L^" 9 ^ 93 catccc ^- acacatgaga gagaaggata ! a 
attgatgatg aatacgaggt ggactggagc aattcttctt ctgcaacctc aqgatctaac 
gccccctcga ccgacaaaga aaagagctgg ctgtac.ccc tggatcccat cc?cat acc 
atcatcgcca tgagctcact gggcgtcctc ctgggggcca cctgtgcagg cctcctgctc 
tactgcacct gttcctactc gggcctgagc tcccgaagct gca«aca« ggagaaJtac 
tcallT^ tCt3CgaCgg "ttaagcac aaggtcaaga tgaaccacca aaagtjc gc 
9 " gacggattgc acctgaatcc tatctgacgt ttcattccag caagaggggc 
lllllaTr taCatttCtt "tcctttgg aaactgaatg ccataatctc gatcaaa^ 
atccagaata ccgaaggtat ggacaggaca gaaaagcgag tcgcaggagg aagggagatg 
cagccgcaca ggggatgatt acccccctag gaccgcggCg gctaagtcat tgcaggaacg 
gggctgtgtt ctctgctggg acaaaacagg agctcatctc tt t ggg gtca cag^cJat? 
ttgtttgtga gtttgtatta ttattattat tattattatt atattttatt tcStqoJct 
gtgagcaact caaagaggca gaagaggaga atgactcttc cagaatagaJ gtgglgcaqt 

It Ittttltt tlttlllltt a Ctt t tCtaaC CaaCaC " ga -icaaigt 33 

cccctccatc ttcacaaata aaactcaaaa aagctgtcca gctt 340 4 
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Figure 18A 
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